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<110> APPLICANT: Kinsella, Todd. 

<120> TITLE OF INVENTION: (f^VIVO m PRODUCT IP.SL.OF CYCLIC PEPTIDES^ 
<130> FILE REFERENCE: A- 68614 - 1/DJB/RMS/RMK 7 


<140> CURRENT APPLICATION NUMBER: \}&?%&f$fffF?Tf$ 
<141> CURRENT FILING DATE* 2001-08-28 ' 

<150> PRIOR APPLICATION NUMBER: US 60/187,130 
<151> PRIOR FILING DATE: 2000-03-06 
<160> NUMBER OF SEQ ID NOS : 90 
<1 7 0> SOFTWARE: Patentln version 3.1 
<210> SEQ ID NO: 1 
<211> LENGTH : 431 
<212> TYPE: PRT 

<213> ORGANISM: Synechocystis PCC6803 
<4 00> SEQUENCE: 1 

Gly Cys lie Ser Gly Asp Ser Leu lie Ser Leu Ala Ser Thr Gly Lys 

15 10 15 

Arg Val Ser lie Lys Asp Leu Leu Asp Glu Lys Asp Phe Glu lie Trp 

20 25 30 

Ala lie Asn Glu Gin Thr Met Lys Leu Glu Ser Ala Lys Val Ser Arg 

35 40 45 

Val Phe Cys Thr Gly Lys Lys Leu Val Tyr lie Leu Lys Thr Arg Leu, 

50 55 60 

Gly Arg Thr lie Lys Ala Thr Ala Asn His Arg Phe Leu Thr lie Asp 
65 70 75 80 

Gly Trp Lys Arg Leu Asp Glu Leu Ser Leu Lys Glu His lie Ala Leu 

85 90 95 

Pro Arg Lys Leu Glu Ser Ser Ser Leu Gin Leu Met Ser Asp Glu Glu 

100 105 110 

Leu Gly Leu Leu Gly His Leu lie Gly Asp Gly Cys Thr Leu Pro Arg 

115 120 125 

His Ala lie Gin Tyr Thr Ser Asn Lys lie Glu Leu Ala Glu Lys Val 

130 135 140 

Val Glu Leu Ala Lys Ala Val Phe Gly Asp Gin lie Asn Pro Arg lie 
145 150 155 160 

Ser Gin Glu Arg Gin Trp Tyr Gin Val Tyr lie Pro Ala Ser Tyr Arg 

165 170 175 

Leu Thr His Asn Lys Lys Asn Pro lie Thr Lys Trp Leu Glu Asn Leu 

180 185 190 

Asp Val Phe Gly Leu Arg Ser Tyr Glu Lys Phe Val Pro Asn Gin Val 

195 200 205 

Phe Glu Gin Pro Gin Arg Ala lie Ala lie Phe Leu Arg His Leu Trp 

- 210 215- 220 

Ser Thr Asp Gly Cys Val Lys Leu lie Val Glu Lys Ser Ser Arg Pro 
225 230 • 235 240 

Val Ala Tyr Tyr Ala Thr Ser Ser Glu Lys Leu Ala Lys Asp Val Gin 

245 ' 250 255 

Ser Leu Leu Leu Lys Leu Gly lie Asn Ala Arg Leu Ser Lys lie Ser 
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91 260 265 270 

94 Gin Asn Gly Lys Gly Arg Asp Asn Tyr His Val Thr lie Thr Gly Gin 

95 275 280 285 

98 Ala Asp Leu Gin lie Phe Val Asp Gin lie Gly Ala Val Asp Lys Asp 

99 290 295 300 

102 Lys Gin Ala Ser Val Glu Glu He Lys Thr His He Ala Gin His Gin 

103 305 310 315 320 

106 Ala Asn Thr Asn Arg Asp Val He Pro Lys Gin He Trp Lys Thr Tyr 

107 325 330 335 

110 Val Leu Pro Gin He Gin He Lys Gly He Thr Thr Arg Asp Leu Gin 

111 340 345 350 

114 Met Arg Leu Gly Asn Ala Tyr Cys Gly Thr Ala Leu Tyr Lys His Asn 

115 355 360 365 

118 Leu Ser Arg Glu Arg Ala Ala Lys He Ala Thr He Thr Gin Ser Pro 

119 370. 375 380 

122 Glu He Glu Lys Leu Ser Gin Ser Asp He Tyr Trp Asp Ser He Val 

123 385 390 395 400 
12 6 Ser He Thr Glu Thr Gly Val Glu Glu Val Phe Asp Leu Thr Val Pro 
127 405 410 415 
130 Gly Pro His Asn Phe Val Ala Asn Asp He He Val His Asn Ser 


131 


425 


430 


420 

134 <210> SEQ ID NO: 2 

135 <211> LENGTH: 200 

136 <212> TYPE: PRT 

137 <213> ORGANISM: Mycobacterium xenopi 
139 <400> SEQUENCE: 2 

141 Tyr Cys He Thr Gly Asp Ala Leu Val Ala Leu Pro Glu Gly Glu Ser 

142 1 5 10 15 

14 5 Val Arg He Ala Asp He Val Pro Gly Ala Arg Pro Asn Ser Asp Asn 
146 20 25 30 

149 Ala He Asp Leu Lys Val Leu Asp Arg His Gly Asn Pro Val Leu Ala 

150 35 40 45 

153 Asp Arg Leu Phe His Ser Gly Glu His Pro Val Tyr Thr Val Arg Thr 

154 50 55 60 

157 Val Glu Gly Leu Arg Val Thr Gly Thr Ala Asn His Pro Leu Leu Cys 

158 65 70 75 80 

161 Leu Val Asp Val Ala Gly Val Pro Thr Leu Leu Trp Lys Leu He Asp 

162 85 90 95 

165 Glu He Lys Pro Gly Asp Tyr Ala Val He Gin Arg Ser Ala Phe Ser 

166 100 105 110 

16 9 Val Asp Cys Ala Gly Phe Ala Arg Gly Lys Pro Glu Phe Ala Pro Thr 
170 115 120 125 

17 3 Thr Tyr Thr Val Gly Val Pro Gly Leu Val Arg Phe Leu Glu Ala His 
174 130 135 140 

177 His Arg Asp Pro Asp Ala Gin Ala He Ala Asp Glu Leu Thr Asp Gly 

178 145 150 155 160 

181 Arg Phe Tyr Tyr Ala Lys Val Ala Ser Val Thr Asp Ala Gly Val Gin 

182 165 170 175 
185 Pro Val Tyr Ser Leu Arg Val Asp Thr Ala Asp His Ala Phe He Thr 
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186 180 185 190 

189 Asn Gly Phe Val Ser His Asn Thr 

190 195 200 

193 <210> SEQ ID NO: 3 

194 <211> LENGTH: 458 

195 <212> TYPE: PRT 

196 <213> ORGANISM: Chlamydomonas eugamentos 
198 <400> SEQUENCE: 3 

200 Glu Cys Leu Thr Ser Asp His Thr Val Leu Thr Thr Arg Gly Trp lie 

201 15 10 15 

2 04 Pro lie Ala Asp Val Thr Leu Asp Asp Lys Val Ala Val Leu Asp Asn 

205 20 25 30 

208 Asn Thr Gly Glu Met Ser Tyr Gin Asn Pro Gin Lys Val His Lys Tyr 

209 35 40 45 

212 Asp Tyr Glu Gly Pro Met Tyr Glu Val Lys Thr Ala Gly Val Asp Leu 

213 50 55 60 

216 Phe Val Thr Pro Asn His Arg Met Tyr Val Asn Thr Thr Asn Asn Thr 

217 65 70 75 80 

220 Thr Asn Gin . Asn Tyr Asn Leu Val Glu, Ala Ser Ser lie Phe Gly Lys 

221 85 90 95 

224 Lys Val Arg Tyr Lys Asn Asp Ala lie Trp Asn Lys Thr Asp Tyr Gin 

225 100 105 110 

228 Phe lie Leu Pro Glu Thr Ala Thr Leu Thr Gly His Thr Asn Lys' lie 

229 115 120 125 

2 32 Ser Ser Thr Pro Ala lie Gin Pro Glu Met Asn Ala Trp Leu Thr Phe 
233 130 135 140 

236 Phe Gly Leu Trp lie Ala Asn Gly His Thr Thr Lys lie Ala Glu Lys 

237 145 150 155 160 
24 0 Thr Ala Glu Asn Asn Gin Gin Lys Gin Arg Tyr Lys Val lie Leu Thr 
241 165 170 175 

244 Gin Val Lys Glu Asp Val Cys Asp lie lie Glu Gin Thr Leu Asn Lys 

245 180 185 190 

248 Leu Gly Phe Asn Phe lie Arg Ser Gly Lys Asp Tyr Thr lie Glu Asn 

249 195 200 205 

2 52 Lys Gin Leu Trp Ser Tyr Leu Asn Pro Phe Asp Asn Gly Ala Leu Asn 
253 210 215 220 

2 56 Lys Tyr Leu Pro Asp Trp Val Trp Glu Leu Ser Ser Gin Gin Cys Lys 
257 225 230 235 240 

260 lie Leu Leu Asn Ser Leu Cys Leu Gly Asn Cys Leu Phe Thr Lys Asn 

261 245 250 255 

264 Asp Asp Thr Leu His Tyr Phe Ser Thr Ser Glu Arg Phe Ala Asn Asp 

265 260 265 270 

268 Val Ser Arg Leu Ala Leu His Ala Gly Thr Thr Ser Thr lie Gin Leu 

269 275 280 285 

272 Glu Ala Ala Pro Ser Asn Leu Tyr Asp Thr lie lie Gly. Leu Pro Val 

273 290 295 300 

276 Glu Val Asn Thr Thr Leu Trp Arg Val lie lie Asn Gin Ser Ser Phe 

277 305 310 315 320 
2 80 Tyr Ser Tyr Ser Thr Asp Lys Ser Ser Ala Leu Asn Leu Ser Asn Asn 
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281 





325 





330 





335 


284 

Val 

Ala 

Cys 

Tyr 

Val 

Asn' 

Ala 

Gin 

Ser 

Ala 

Leu 

Thr 

Leu 

Glu 

Gin 

Asn 

285 




340 





345 





350 



288 

Ser 

Gin 

Lys 

He 

Asn 

Lys 

Asn 

Thr 

Leu 

Val 

Leu 

Thr 

Lys 

Asn 

Asn 

Val 

289 



355 





360 





365 




292 

Lys 

Ser 

Gin 

Thr 

Met 

His 

Ser 

Gin 

Arg 

Ala 

Glu 

Arg 

Val 

Asp 

Thr 

Ala 

293 


370 





375 





380 





296 

Leu 

Leu 

Thr 

Gin 

Lys 

Glu 

Leu 

Asp 

Asn 

Ser 

Leu 

Asn 

His 

Glu 

He 

Leu 

297 

385 





390 





395 





400 

300 

He 

Asn 

Lys 

Asn 

Pro 

Gly 

Thr 

Ser 

Gin 

Leu 

Glu 

Cys 

Val 

Val 

Asn 

Pro 

301 





405 





410 





415 


304 

Glu 

Val 

Asn 

Asn 

Thr 

Ser 

Thr 

Asn 

Asp 

Arg 

Phe 

Val 

Tyr 

Tyr 

Lys 

Gly 

305 




420 





425 





430 



308 

Pro 

Val 

Tyr 

Cys 

Leu 

Thr 

Gly 

Pro 

Asn 

Asn 

Val 

Phe 

Tyr 

Val 

Gin 

Arg 

309 



435 





440 





445 




312 

Asn 

Gly 

Lys 

Ala 

Val 

Trp 

Thr 

Gly 

Asn 

Ser 







313 


450 





455 










316 

<210> SEQ ID NQ: 

: 4 












317 

<211> LENGTH: 341 












318 

<212> TYPE: 

PRT 













319 

<213> ORGANISM: 

Chilo iridescent virus 







321 

<400> SEQUENCE: 

4 












323 

Leu 

Cys 

Val 

Ala 

Pro 

Glu 

Thr 

Met 

He 

Leu 

Thr 

Glu 

Asp 

Gly 

Gin 

Phe 

324 

1 




5 





10 





15 


327 

Pro 

He 

Lys 

Asp 

Leu 

Glu 

Gly 

Lys 

He 

He 

Lys 

Val 

Trp 

Asn 

Gly 

Asn 

328 




20 





25 





30 



331 

Glu 

Phe 

• Ser 

Ser 

Val 

Thr 

Val 

Val 

Lys 

Thr 

Gly 

Thr 

Glu 

Lys 

Glu 

Leu 

332 



35 





40 





45 




335 

Leu 

Glu 

Val 

Glu 

Leu 

Ser 

Asn 

Gly 

Cys 

Thr 

Leu 

Ser 

Cys 

Thr 

Pro 

Glu 

336 


50 





55 





60 





339 

His 

Lys 

Phe 

He 

He 

Val 

Lys 

Ser 

Tyr 

Thr 

Glu 

Ala 

Lys 

Lys 

Gin 

Lys 

340 

65 





70 





75 





80 

343 

Thr 

Asp 

Asp 

Asn 

Ala 

He 

Ala 

Asn 

Ala 

Glu 

Arg 

Val 

Asp 

Ala 

Gin 

Asp 

344 





85 





90 





95 


347 

Leu 

Lys 

Pro 

Arg 

Met 

Lys 

Leu 

He 

Lys 

Phe 

Asp 

Leu 

Pro 

Thr 

Leu 

Phe 

348 




100 





105 





110 



351 

Gly 

Asn 

Ser 

Glu 

His 

Asp 

lie 

Lys 

Tyr 

Pro 

Tyr 

Thr 

His 

Gly 

Phe 

Phe 

352 



115 





120 





125 




355 

Cys 

Gly 

Asp 

Gly 

Thr 

Tyr 

Thr 

Lys 

Tyr 

Gly 

Lys 

Pro 

Gin 

Leu 

Ser 

Leu 

356 


130 





135 





140 





359 

Tyr 

Gly 

Asp 

Lys 

Lys 

Glu 

Leu 

Leu 

Thr 

Tyr 

Leu 

Asp 

Val 

Arg 

Thr 

Met 

360 

145 





150 





155 





160 

363 

Thr 

Gly 

Leu 

Glu 

Asp 

Ala 

Ser 

Gly 

Arg 

Leu 

Asn 

Thr 

Trp 

Leu 

Pro 

Leu 

364 





165 





170 





175 


367 

Asp 

Leu 

Ala 

Pro 

Lys 

Phe 

Asp 

Val 

Pro 

He 

Asn 

Ser 

Ser 

Leu 

Glu 

Cys 

368 




180 





185 





190 



371 

Arg 

Met 

Glu 

Trp 

Leu 

Ala 

Gly 

Tyr 

Leu 

Asp 

Ala 

Asp 

Gly 

Cys 

Val 

Phe 

372 



195 





200 





205 




375 

Arg 

Asn 

Gly 

Thr 

Asn 

Glu 

Ser 

He 

Gin 

Val 

Ser 

Cys 

He 

His 

Leu 

Asp 
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376 


210 


215 


220 


379 

Phe 

Leu 

Lys 

Arg 

He 

Gin 

Leu 

Leu 

Leu 

He 

Gly 

Met 

Gly 

Val 

Thr 

Ser 

380 

225 





230 





235 





240 

383 

Lys 

He 

Thr 

Lys 

Leu 

His 

Asp 

Glu 

Lys 

He 

Thr 

Thr 

Met 

Pro 

Asp 

Gly 

384 





245 





250 





255 


387 

Lys 

Gly 

Gly 

Gin 

Lys 

Pro 

Tyr 

Ser 

Cys 

Lys 

Pro 

He 

Trp 

Arg 

Leu 

Phe 

388 




260 





265 





270 



391 

He 

Ser 

Ser 

Ser 

Gly 

Leu 

Tyr 

His 

Leu 

Ser 

Glu 

Gin 

Gly 

Phe 

Glu 

Thr 

392 



275 





280 





285 




395 

Arg 

Arg 

Leu 

Lys 

Trp 

Glu 

Pro 

Arg 

Gin 

Pro 

Gin 

Arg 

Asn 

Ala 

Glu 

Arg 

396 


290 





295 





300 





399 

Phe 

Val 

Glu 

Val 

Leu 

Lys 

Val 

Asn 

Lys 

Thr 

Gly 

Arg 

Val 

Asp 

Asp 

Thr 

400 

305 





310 





315 





320 

403 

Tyr 

Cys 

Phe 

Thr 

Glu 

Pro 

He 

Asn 

His 

Ala 

Gly 

Val 

Phe 

Asn 

Gly 

He 

404 





325 





330 





335 


407 

Leu- 

Thr 

Gly 

Gin 

Cys 












408 




340 













411 

<210> SEQ ID NO: 

: 5 












412 

<211> LENGTH: 473 












413 

<212> TYPE: 

PRT 













414 

<213> ORGANISM: 

Candida 

tropicalis 








416 

<4 00> SEQUENCE: 

5 












418 

Gly 

Cys 

Phe 

Thr 

Lys 

Gly 

Thr 

Gin 

Val 

Met 

Met 

Ala 

Asp 

Gly 

Ala 

Asp 

419 

1 




5 





10 





15 


422 

Lys 

Ser 

He 

Glu 

Ser 

He 

Glu 

Val 

Gly 

Asp 

Lys 

Val 

Met 

Gly 

Lys 

Asp 

423 




20 





25 





30 



426 

Gly 

Met 

Pro 

Arg 

Glu 

Val 

Val 

Gly 

Leu 

Pro 

Arg 

Gly 

Tyr 

Asp 

Asp 

Met 

427 



35 





40 





45 




430 

Tyr 

Lys 

Val 

Arg 

Gin 

Leu 

Ser 

Ser 

Thr 

Arg 

Arg 

Asn 

Ala 

Lys 

Ser 

Glu 

431 


50 





55 





60 





434 

Gly 

Leu 

Met 

Asp 

Phe 

Thr 

Val 

Ser 

Ala 

Asp 

His 

Lys 

Leu 

He 

Leu 

Lys 

435 

65 





70 





75 





80 

438 

Thr 

Lys 

Gin 

Asp 

Val 

Lys 

He 

Ala 

Thr 

Arg 

Lys 

He 

Gly 

Gly 

Asn 

Thr 

439 





85 





90 





95 


442 

Tyr 

Thr 

Gly 

Val 

Thr 

Phe 

Tyr 

Val 

Leu 

Glu 

Lys 

Thr 

Lys 

Thr 

Gly 

He 

443 




100 





105 





110 



446 

Glu 

Leu 

Val 

Lys 

Ala 

Lys 

Thr 

Lys 

Val 

Phe 

Gly 

His 

His 

He 

His 

Gly 

447 



115 





120 





125 




450 

Gin 

Asn 

Gly 

Ala 

Glu 

Glu 

Lys 

Ala 

Ala 

Thr 

Phe 

Ala 

Ala 

Gly 

He 

Asp 

451 


130 





135 





140 





454 

Ser 

Lys 

Glu 

Tyr 

He 

Asp 

Trp 

He 

He 

Glu 

Ala 

Arg 

Asp 

Tyr 

Val 

Gin 

455 

145 





150 





155 





160 

458 

Val 

Asp 

Glu 

He 

Val 

Lys 

Thr 

Ser 

Thr 

Thr 

Gin 

Met 

He 

Asn 

Pro 

Val 

459 





165 





170 





175 


462 

His 

Phe 

Glu 

Ser 

Gly 

Lys 

Leu 

Gly 

Asn 

Trp 

Leu 

His 

Glu 

His 

Lys 

Gin 

463 




180 





185 





190 



466 

Asn 

Lys 

Ser 

Leu 

Ala 

Pro 

Gin 

Leu 

Gly 

Tyr 

Leu 

Leu 

Gly 

Thr 

Trp 

Ala 

467 



195 





200 





205 




470 

Gly 

He 

Gly 

Asn 

Val 

Lys 

Ser 

Ser 

Ala 

Phe 

Thr 

Met 

Asn 

Ser 

Lys 

Asp 
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